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Abstract

e The complex pathological mechanism of dry eye
involves multiple pathways, such as immunity and
inflammation, and requires an integral research program
to control the whole picture. Various histological
techniques can elucidate the complex physio-pathological

state of organisms from a holistic and global perspective,
thus providing comprehensive biological
information. Mass spectrometry can sensitively detect the
changes of protein content in tear samples, providing
convenience for proteomics research of dry eye. At
present, proteomics has demonstrated its application in
the identification of dry eye types, severity grading, and
therapeutic effect evaluation. In addition, proteomics
combined with metabolomics and microbiomics can more
comprehensively explain the pathogenesis of dry eye. In
the future, proteomics is expected to provide more
powerful support for the precise diagnosis and treatment
of dry eye, taking an advantage in targeted therapy.
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receptors, PPAR) CINSrRst i Aw R =LY F s P D]
X IR = AR AP VR T A B B (7R S A R T 0 3
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IR 7 7Lt S Ak O T 2 1 2 B 1A 7S A T2 4 AL AT DA 531
MGD TR,
32 KEMRZEFAR  Boehm & RE T 6 Fifr 4y
PR A, AT TR B KR s = B IR, Ko i
iR E A C KR = Fg o S 0 T AR v 2 A
AR AL Ra A (H L 7K T e = IR A 1k T IR PR 77 € PRR
TR S100A8 3 BF 5T Ak TH AR B i AR
FVH BRI 43  AR Ak, 3 K e = B TR B (424 22 5
{14 S LR T AR A S R T R v R AR AR N
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