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THREEIEG TS RNA BE R FRIKFEA 3(IncRNA MEG3) i
/N RNA-138 (miR - 138 ) £ A 7K K H 5 & 5 1Y
ik BUIETERF ST . L 2018-01,/2021-06 W i4 1Y% 1
ARMD Hi Ifit £ 25 90 1) Sy W2 4, 3 4[] 390 7 38 B E A7 1
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% (qRT - PCR) £ fr 45 52 3 & ML IncRNA MEG3 |
miR-138FRik /KT, WAL E 9 TR R BB A TR YT,
BH VW I3 W, IR MY 3mo , AR 4 7S 1% L4 A
e RAF A FE AS R4, HRA I ZH F8 35 IncRNA MEG3 |
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Abstract

e AIM. To explore the expression levels of long non -
coding RNA maternally expressed gene 3 (IncRNA MEG3)
and Micro RNA-138 (miR-138) in serum of patients with
wet age - related macular degeneration ( ARMD )
hemorrhage and their relationship with the prognosis of
patients.

¢ METHODS: A prospective study. A total of 90 patients
with wet ARMD hemorrhage admitted from January 2018
to June 2021 were selected as the observation group, and
78 people who underwent physical examination in our
hospital during the same period were selected as the
control group. Real - time fluorescent quantitative PCR
(gRT-PCR) was used to detect the expression levels of
serum IncRNA MEG3 and miR-138 in all subjects. Patients
in the observation group were injected with Ranibizumab
for treatment once a month, for a total of 3 times. The
observation group was followed up for 3mo after
treatment, and the patients were divided into good
prognosis and poor prognosis group.The levels of IncRNA
MEG3 and miR - 138 were compared between the two
groups. Pearson correlation was used to analyze the
correlation between IncRNA MEG3 and miR - 138. The
receiver operating characteristic curve (ROC) was used to
analyze the value of judging the poor prognosis of
patients with wet ARMD hemorrhage. Multivariate Logistic
regression was used to analyze the factors affecting the
poor prognosis of patients with wet ARMD hemorrhage.

¢ RESULTS:. Compared with the control group, the level
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of serum IncRNA MEG3 in the observation group
decreased (1.13£0.37 vs 0.71£0.21) , and the miR-138 level
increased (1.05+£0.29 vs 2.23+0.54; all P<0.05). The level of
serum IncRNA MEG3 of patients with wet ARMD
hemorrhage in the good prognosis group was significantly
higher than that in the poor prognosis group (0.81+0.24 vs
0.49+0.14) , while the level of miR-138 was significantly
lower than that in the poor prognosis group (1.92+0.49 vs
2.87+£0.63; all P<0.05). Pearson correlation analysis results
showed that IncRNA MEG3 was negatively correlated with
miR-138 (r=-0.381, P<0.05). The ROC curve results
showed that the AUC of serum IncRNA MEG3 and miR-
138 expression levels for the poor prognosis of patients
with wet ARMD hemorrhage was 0. 859 and 0. 828,
respectively, the cut - off value was 0.635 and 2. 455,
respectively, the sensitivity was 89. 70% and 75. 90%,
respectively, and the specificity was 72.10% and 82.00%,
respectively. Multivariate Logistic regression analysis
showed that IncRNA MEG3 was a protective factor for
poor prognosis of patients with wet ARMD hemorrhage,
while miR-138 was a risk factor (all P<0.05).

e CONCLUSION: Serum IncRNA MEG3 and miR-138 are
abnormally expressed in patients with wet ARMD
hemorrhage, and they have a certain value in evaluating

the poor prognosis of patients with wet ARMD
hemorrhage.
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Wt , BEMERR P44 UG A T BURYY AW An &+
G

K55 3E g5 15 RNA (long non—coding RNA, IncRNA ) J&
— AT 200nt H AT H 9w AE ST 9 RNA , il 7R 5%
ST Fe sk JG S5 2K IR R R, 2 5 2 Fh
PRI & A KRS . ARBTFE AN, IncRNA BE R AL 3
(maternally expressed gene 3, MEG3) & [ Je8 20 ffd 1) 3% 58 |
ST TR )2 O SRR T IR 1A R A
N IR /N M B . 3/ RNA (Micro RNA,

miRNA ) 2 — 25 BE AR SF I IR RNA, KB 21 ~25nt
R AT R 2H A, 8 1 410 4 0 3 ) mRNA ) B0 0% ok 2 B it
mRNA, MM 8 45 & 2% 0 A= 4 % o 7R, miR - 138 J2
miRNA W — Bt 2 3T L AF i 983 5 9 b 0F 58 110
L, BRRIE R B, AR AR DG P I R DR A v
miR—138 1 55 7635 , miR— 138 A 3 4§ [ 17 14 4 455 SIRT1
B, AT A2 a2E DR A b Rz i i i =t H miR- 138
FEREPE ARMD H L9595 B4 AF 58 AR X /D 1T EL IncRNA
MEG3 5 miR—138 2 [i] fif 3 Ff 78 75 110 8 [7] G 28 0 1 A 4
i, PR A BF 5E 16 B 2018 - 01,2021 - 06 WL 34 1 1
ARMD Hi I 8 % 90 i, BF 53 18 % ARMD 4 1fi 8 2% 1 7
IncRNA MEG3 . miR- 138 £k /KFERH 5B ETE KN

1 XFRIFiE
1.1 3% FilEMEIRsE,. B 2018-01/2021-06 WiE

MM ARMD il £ 25 90 1] WAEE 20 | BT A & B 22 TR
J ARG IR JE2E A0 T W2 3 15 U A (optical coherence
tomography, OCT) AN 7Y, FH 25 S (L AHRBZEY A
FIRAE ARMD HY I B SIS Widm ™ e % R 300 1 TR B
MEATHERE AR N 51 78 B AE NN RRAL, I AARHE: (1) W
LA B YEAE ARMD , B R 2 T B AR A BE IR T AR
H 3 (2) ) TR R A TS bRk A 1E 5 5 (3) BERE 5T 4 HAR
PGS, HEBRBRE . (1) AT BRI . P9 B = R T
H(2)BAO NV E MmN A (3) IR #E T
AR (4) BAEMEERR BB I AIRITH . AN
BRAERELFE THITETFTRE, SRR EARHE I &
HEHE , FFE (/R ERETT) o
1.2 ik
121 TEMNZFHEEF  (RT-PCR (U [ FEER KA /REL
Fe(h ) AR T, Trizol B H T b 5 BAMES EZY
BHEA B AR, RNA i35 S R & A T30 ( 1)
BB R E],2XSYBR Green PCR Master Mix 157 &5 )
APt & ERH AR AR, SR A T A TR L
) B RN 75
122 Mm% E REMAEZAEAARERHBRAZE
Felkam 3 ~ SmL, 7F 3000r/min 8514 /5 3 & 0> 10min, B
Rl EIEWT EP B rh  7E-80°C N2l & H .
1.2.3 qRT-PCR i&#ill if1 ;& IncRNA MEG3 #1 miR—138
TIEKE  FEFA RS PN Trizol 357 747 B RNA 9
FEHL, SR SRS 66 BE 1A B R B RNA (19 &0 2 75
FFEARE, TR F I RNA 39 5% 52500 & 10 3R 56 45 oK
RNA 3% %% 5 &y ¢DNA, DL ¢cDNA Jy £z, #] F§ 2 x SYBR
Green PCR Master Mix 57 & 4T qRT-PCR,PCR IFAVE 3
44 95°C FiAEPE 10min,95°C 281 155 ,60°C i K 60s ,60°C
FEAH 60s, 3L 40 PMEFR, IncRNA MEG3 .miR-138 [N 2
4390 2 GAPDH, RNU6B, R H 27" % i1 . IncRNA
MEG3 . miR- 138 FHXT 2R KT, 5IAJFHIIE 1,
1.2.4 MBABE BT R  WEA B H B
PEAFIRYY A 1R 3 3 R, AT R BEDT 3mo, FilJE B
I 5IRYTRTM B, SR 3 32T I 3mo 1 128 Wi iy
CE A BB R AL A B0 WU N R R B
B
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#&1 qRT-PCR5|#1F 5l

A Em5|Y 5-3 K514 5-3

IncRNA MEG3 CTGCCCATCTACACCTCACG CTCTCCGCCGTCTGCGCTAGGGGCT
GAPDH AGCCACATCGCTCAGACAC GCCCAATACGACCAAATCC
miR-138 GGGAGCTGGTGTTGTGAAT CAGTGCGTGTCGTGGAGT
RNU6B CTCGCTTCGGCAGCACA AACGCTTCACGAATTTGCGT

GEit 2443 M7 « K FHER A SPSS 23.0 #EAT 5 4047 , 1
TERILL wks FRow AL BIFT AT AEAS ¢ K58, TP RER
FABIECRR B Eb 34T R R . SR Pearson #H5¢PE
341 IncRNA MEG3 5 miR-138 Y6, £ ROC 1<k
3T IncRNA MEG3  miR - 138 {2 14: ARMD H ifi # % 1
JA AN RPN E, RHZ R E Logistic 7119 5 Hr i
ARMD Hi i B WS A R B2 R E . UL P<0.05 &R
Boit¥E X,
2R
21 AAZRE—MEHILE W2 HE BT T
XSG #E X (P>0.05) , A Mk, Wk 2,
2.2 WX E M5 IncRNA MEG3 #1 miR-138 ik 7k
Fregz SXAIAE L, AU K 1T IncRNA MEG3
KA R R, i miR— 138 /KSR 8 BT, 22 R A 4831
X (P<0.05), WL 3,
23MMUBRASEFENEREZNT WEHEHIR
7 JE BT 3mo , M B8 TS 1K 00 /3 MBS RAF4 61 ],
TG AN R AL 29 ], 52 ma g 2l 28 5 s 1) 5 R R o b 45
Rk 4, 55 RGHME, HE A R4 8 S
IncRNA MEG3 7K~F-BH 5 FEAIG, 1M miR—138 7K~F-BH . F+- 75,
2RI EE L (P<0.05)

2.4 Pearson 18 %t % # IncRNA MEG3 5 miR-138
XE  Pearson KM P4 B B8, IncRNA MEG3 5
miR-138 S FAHX (r=-0.381,P<0.05) , W&l 1.

2.5 ROC Hi %4> #7 IncRNA MEG3 #1 miR-138 X #i /g &~
REENEGEME ROC M4 R BN, M IncRNA
MEG3 .miR—138 ik 7K VX il J5 A BB #H A AE TG A R
PR E LR 2,58 5,

2.6 ZE = Logistic [E V)34 5 M08 % ARMD H In £ &
BEARMWEZR LHEAZERMEDN IncRNA MEG3,
miR—-138 4 [ 725 &, LIRE ARMD ) 1l i 3% 2 & & A= Wi G
ANENHZE T L E Logistic [FIEHT, LLE A 6] 1
ARk i 45 9 B8 IncRNA MEG3 2% ARMD H ifit
BEWHE ARG HZE, mR-138 G H & (P<
0.05), 3k 6,

3iTit

ARMD J& 45 5 DL 024 N H B —F B0 %,
T T B X R R R A B AR
ARMD Hi il 25 B SUE W BB R R Z — | ™ E 5
MR IE R TG . H AT R b 32238 5 28 6 R AR i
B M OCT ke iz (BB B3 RWHE IR AN B, 25
SR M2 . ARMD Hi I 2 2 R S 30,
A B AL i ARV R L, 538 R 5 1 4 1
bR %t B3 TR IR DL A R DA A R E X,
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ROC Hi%k,

UTAE AT IE % B, IncRNA 18 BR3P Hh 1778 50 %
K, A IR R PR & A B I T, IncRNA
MEG3 J& & T APk 14¢32.3 HHAY L, 78 IF 7 4
U ik, Zhu S5 HFSE & B, DUER IncRNA MEG3
IR ENIR NG w7 AR N S IR N S 7 1 B b B
AT, Sun 451 BFSE R, IncRNA MEG3 38 i ¥
434k miR-7-5p MiHMH] miR—7-5p (I35, F0 500 R
K R 22400 ARMD (4955 B % J'é | 78 ARMD H17E R
PRI R FAEAE & ARMD FIVTEIRIT #05  EARTFIE T,
WEE L A 0] IR 4 H 3 1ML IneRNA MEG3 7KF- 2 3% R %,
WS B AF4H 5 3 1% IncRNA MEG3 7K 5 & T His
AR, $#75 IncRNA MEG3 /K&K EZ 5 ARDM H
M EA, Al fg 5 BE s A RA XK,

Z 7 miRNA 25 ARMD (& 5i i 72 , S AL R 473 |
R0 JES €2, 28 1 7 240 R A 405 % Ik 245 JE A 1t 5 T e 1
ARMD HiblLl ) EZH R miR-138 W50 T 3
SYLARAY miR-138-1 A1 16 S YL @R miR-138-2, 7E
ULz fEe " RSS90 & B, miR- 138
FEAF I AR SR 1 PN B 1) 6 B ) 2 p 2R 3K K SE T, Qian
ALV e IR, 21 5 K b % miR— 138 77 2 0 ikl 4 FH OF:
& PI3K/AKT Fl AMPK 38 % 4 2% fiff =5 B S 2500 40 90 i
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x2 MAZHAE-MABLER

s - 1) ) AR ] BMI ] SBP ) DBP
(B4 1) (X£S %) (X% kg/m*) (x£s , mmHg) (X+s mmHg)

pUE=S%) 90 49/41 54.36+6.84(48~65) 22.1422.05 123.32+5.26 74.15+6.04
papitsEcl 78 42/36 53.72+6.65(49~65) 22.66+2.14 121.65+6.54 75.69+6.24
xC 0.006 0.613 1.607 1.833 1.623
P 0.938 0.541 0.110 0.069 0.106

T ER AL B ARMD H 185 5 % A AR AR A B

£ 3 WAZTREFZIME IncRNA MEG3 #1 miR-138 RiA/KkF LK xxs
il % IncRNA MEG3/GAPDH miR-138/RNU6B
ML 90 0.71+0.21 2.23+0.54
i HEZH 78 1.13+0.37 1.05+0.29
t 9.485 17.399
P <0.05 <0.05

TE A B ARMD Hh IG5 5 % R A R AR A 5%

x4 HEVBAREWENREZSH
H#E TG RAF4H (61 ) UG A K41 (29 i) X/t P
e (H 2, ) 34/27 15/14 0.128 0.721
MRS (XEs, %) 53.98+5.96 55.17+6.81 0.845 0.400
BMI(X %S, kg/m?) 22.78+2.34 22.46+2.09 0.627 0.532
SBP (XS, mmHg) 122.32+3.65 122.34+4.04 0.023 0.981
DBP (X%s , mmHg) 77.32+5.92 77.41+5.63 0.068 0.946
FERE L0 MUELEE (XS, pm) 320.75+85.49 343.88+90.16 1.179 0.242
IncRNA MEG3/GAPDH(X%S$) 0.81+0.24 0.49+0.14 6.650 <0.05
miR-138/RNU6B(X%S) 1.92+0.49 2.87+0.63 7.821 <0.05

%5 ROC HiZk4r#7 IncRNA MEG3 1 miR-138 X Fi/E R R
BENITENE

95%CI TR Fr S

Fabr AUC i ——

v THRE FRRE (%) (%)
IncRNA MEG3 0.859 0.635 0.783 0.935 89.70 72.10
miR-138 0.828 2.455 0.733 0.922 75.90 82.00

&6 ZEFE Logistic BYF5HT R MEME ARMD H fl & B
FREEE

FEAR SE  waldX* P OR 95%CI
IncRNA MEG3  0.092 9.598 0.002 0.752 0.628~0.901
miR-138 0.527 10.768 0.001 5.637 2.007~15.836

BF LR ARPE-19 40fdifh, 456 AR5, Mg
ZH BB I miR— 138 K3 XT B B 2 BT, A B
WFAH A Y miR-138 JK VB BAR T HUS A R4, 2R
miR—138 7K-F-Ft & vl RE S5 ARMD H il 1) & A= K i
ANRA K,

ROC hZ4h 5 W75, L7 IncRNA MEG3 7K 3 X 1
ARMD H 1fi £ % AL WS A R PFAS U (B #Y AUC 4 0.859,
U AR XA 5, 458 LTS IneRNA MEG3 7K 7] 7k Jy il
D E ARMD il B 35 WE A R s dr 2 —, I H
miR - 1387K - XHEM: ARMD Hi i 8 % & 4 UG A B EAY
MERY AUC R 0.828, Fr S PEMI X 8, D3 4h, Z &R

Logistic [F133 8 /8 IncRNA MEG3 2 ARMD H 1ft
BEFG ARSI R, miR-138 Z{EE ARMD H 1fiL
BETG ARG KR, #2725 M7 IncRNA MEG3 Xt
ARMA H It 58 2 05 R IPA A B S (B, T RE 2 IR T %
YR A R0 TH0 5 . miR—138 4 B 1 PE Ak 1% 95 05 T
GBI TRREY, B BRI miR — 138 7K 7 A5 A0 7 Y
TP, X S A T R R L

W) {5 B % miReode ™ 3 i 7R, IncRNA MEG3 5
miR-138TEFELE GV A . HAHISFE Pearson AH e P4 #r 45
WK, IncRNA MEG3 5 miR-138 2 A KR 2R M
FAETZPN ] BEATAE L LE ML IR | 75 B4 J5 A T Al
SCEGHEATRIE

25 b R, Il 7 IncRNA MEG3 ., miR - 138 7 i 7%
ARMD i Jfil £ 35 v 52 S i 3R Gk HOXPIRE ARMD il 8
BTG A REBEA — 2t mE, Bz, stk
ARMD 4 I 55 H IncRNA MEG3 5 miR-138 13535 5
Je R Z A B F3RATT T iz AL A g (BRI 5247
TEAE—BB B I A BB A XD HAUE B AT T 3mo
HIRE DT, BFE 25 R AT REA I 22 , AN KA EA = IEK B
ViRFa], DABGIEZS S, T AR 1 ARMD I8 35 1R 97
PR OB
5% ik
1221 H . WA 0 AF G M 38 B A8 1 A8 2 1% miR—9 Fl miR- 146a
FIBIKOF B . b E 2 2020;42( 14) :2129-2132
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