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Abstract

e Dry eye syndrome is one of the most common

ophthalmology diseases. With the improvement of non-
invasive tear extraction methods, tear protein analysis
becomes a best choice for the diagnosis and evaluation of
efficacy of dry eye. Methods that have been used for tear
proteomics research include protein chip technology and
mass spectrometry. The relationship between the protein
in the tear fluid and its concentration and different
pathological conditions has important value in the
research of dry eye syndromes. This article reviews the
latest developments in the field, the application of tear
proteomics research and current practical issues, it will
provide highlights for the understanding of molecular
mechanism of dry eye syndromes and benefits for
potential molecular diagnosis of dry eye syndromes in the
future.
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H A T A DU TH W A Y O A WA 2 R 8
( multiplex bead array) . [& #H 5 F JIX % B4 %1 ( membrane
microarray ) | ¢ il 1 58 JOC f# fi B3 5 Ak AT I ) 5 3%
(‘surface — enhanced laserdesorption/ionization time of flight
mass spectrometry , SELDI-TOF-MS) . [F] (s Z A5 iC AH X Fl 4
X} %€ 1 (isobaric tags for relative and absolute quantification,
iTRAQ) %5 . ARGl i R Ge A ) 1 Aok A A R TE T
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AHOCHF 5% L UE 2 A & 30T MR S AH DG 28 1 3T 41 2% A= W b
W5 N T, BV B 2 B T, EE
O BT HOR PR A il e e T B AR
FEMER A SRR s O AE T IR A 28 rh bl F SR R e
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H G MMP-3 MMP-10 LA Kz 2 A K 8 0 440 g 5
A RELE T IR (1 & AL Pl AR Y L KRR JE A
T HRAE £ 5 IE 5 X IR AL L, Cystatin SN BEFI 2 B9 (E T+
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AT LA A6 IR 5 e iy R A0 K 22 B0 P 5, 8 T LA )
N Th BEFUET BRI A AR AL 0 R R S =
Oy RE I AU S AT RGN ) D e A AL £ R
TR TOF  DUBAT | DUAR AT/ 15 BH A B A o 23
T E IR W R A H B B R 40 45 ESIL. MALDI I
SELDI'™ | H:rf 3 17 189 580 30O\ A B/ P S &A1) J5 33
SELDI-TOF-MS # AR i Hutchens H1 Yip Z57E 1993 4E & ¥k
FFEHEH 2 3T 1997 4ERL AL N ProteinChip R4E, J&
B )92 T A& PR 4 S A W bR R W ARG T AN % | O
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R A

SELDI-TOF-MS 4% AR [ — KA A 2 7] MR 45 2% £ 1 A
Iv) €2 33 2 T, 2 P4 J50OR R AT DA o H A A vk o A el e %
P AR T e, X TR 4R 515 B HL L AN 2 TR
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Ve R B AT Temel 25 K B i 5 7K B2 1 RO AR 5%
PV VRS PR A B 22 0 TR . XA R B S R AHAF
B R m G 5 B T MR B 2 154 T g S 9 JE R JER L 1Y
KDY BRSEE L SELDI-TOF-MS # AR &M T 6 41
T FIREEARC AT A T MR R B R R Z K 5
RS2 E ML, K U 3 1 B I 2 R 25 (4 (lysozyme
proline—richprotein 4, LPRR4 ) 7E7% & i PR A 25 K ik TR
I T S A s b 9F HFL P BR & 1 B ( mammaglobin
B) FIZEAE 2 A (lipophilin A) LA K554 11 ( S100A8) 7E3X
SRR, i ad 2D HL KR DIGE B MK i HikcF AR % R
LPRR4 76 JL AP 28 AU /) T MR AE 2 25 F d, & FIH W
LPRR4 (125 57 3¢ 35 R HL 55 95 95 ™ o A B O 4H G, % 2R
PRk A A P AR B T IR E AR A > X IR AR A
KEYA LS . SELDI-TOF B 240 MS Y A6 2 (H 8 41
AT 1.5 A1 20kDa Z (8], T AR P 9 R 2 808 A o T
KT 20kDa, .24 SELDI-TOF-MS T 7H & 2 it
S EAREEER,
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FHFRZE A5 SV bR 10 2R 1 R Ak 2 i S T I8 1 /N4 1
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i R RS K, T LAEA T G B A B A L e, I
H iTRAQ FE5IiE I FAFR Z R L1 404,  FEAX 4>
B se g AL R A K DR 5 At B P TR A 2 T ik
FH LG, iTRAQ R AR AR 25 8 B (A R AV AL . iTRAQ
AL DL AR 2 A R E S B, TR et
2 U T 1 AN 2 R, HREE IR 4E &
FER2H sl A B A R T IR SR o, WA B 2

F 8 A4, i Al LIAERRR _EHLAT 3B NS, B REAR SCIR Y
ZH, AR B LA (HERRBRAE IR R RS 2 22 ) , AT
SEER 2 AUAEAR B) 1 25 S B AT

N7 ATRAQ A7 T BRAE 4 B 75 o & B8 R 26 1
JRFIRTE R AAEWAS , I oI BEEE (a—enolase) \o— 1 - R A
1 1.S100A8 . S100A9 .S100A4 F1 SI00A11 _E 1, i iz
HEA-1 R A ZAEREA(PIP) MAREAM
TN BB R ITRAQ AR & M K BRUTH
FRYE ST T 269 FiEE A, AR RN EAR
118 Fft 7 5 —T01 56 T HRAE 3 4y 455 0 S Bl A 5 45 21
BT R RT AR () TH R 55 S B R R ]
Wit iTRAQ MILME T 28 FiHE M, 54 R XM 2
6 Fh FMEH(HIERE N a-1-HiE AN & & HAR
P M REEEA EERXDEAFEH «-2-
HS-WHE ) 1 5 FF 882 1 ( Annexin A1 I35 JE My A 2R
M A-3 & [, ff e B AL 5% S 7, 15kDa &5 AL
S100A9) ¥ | X ITHF 5T 45 A BY T e Sl 1% Gt 51 7 B 24 %t
FHREEIGT T HIBHLHIFSE o HeAh 3B iz B AR B W
KRN LASIK PR 16 A% A9 T IR AE TH 3% 8 R 0 28 1k, B
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Intralase RJ5 THR B ZHBHIAEELZ FRMBEAD,
5 Visumax FARATAR B AH LL |, Intralase $e/F (% BR B A9 2L 8k
BRI o2 BEEE T 1 BF 7 T AN L0 S T W i Y
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1B AR
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Ap | FEERIN JERR G LR AR M R K A R
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AT L, &3 S100A8 (F5KiEE 1T A) oM BERG AMEFL RS
S M (PIP) JEFZE 2 -1 ,S100A9 (£5 4 & 1 B) 5§
ETIREEHBR RS, XEEHREAEES SREDY
A FLER B 1T LON =1 FIB A 25 2 5 Kt s
Bt 2R S8 e B AL 4 (H R X s s 4 SRt R,
ANFE 2 BRAE 7T BB HAA T H T2 W7 0 R W) TH 2R 1
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