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Abstract

¢ AIM. To discuss the correlation between the expression
of miR-146 and aging retinal pigment epithelium (RPE),
and to study the relationship between miR - 146 and
expression of IL-6 in RPE, especially in age - related
macular degeneration (ARMD).

¢ METHODS: The expressions of miR-146 and IL-6 were
examined in RPE in mice aged from 2mo to 24mo by qRT-
PCR. Then, the expressions of miR-146 and IL-6 in RPE
of wet ARMD patient were examined also. Finally, the
effect of overexpression of miR-146a in APRE-19 cell line
on expression of IL-6 was checked.

¢ RESULTS. MiR-146 was positive correlated with age,
and the expression of IL-6 had no change in aging RPE.
However, the expression of miR-146 decreased and IL-6
increased in RPE of ARMD. In cultured APRE-19 cells,
overexpression of miR-146 inhibited the expression of
IL-6 induced by TNF-a.

e CONCLUSION: Our results suggest that there is a
biological correlation among the development of ARMD,
expression of IL-6 and miR-146 in aging RPE. It also
suggests that, on the one hand, regulation between IL-6
and miR-146 may be important for the clinical treatment,
on the other hand, both IL-6 and miR - 146 can be
potential molecular markers for diagnosing ARMD.
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Tk Wy A e, & BLAE ARPE=19 41 miR-146a
Al LU IL-6 1Y 33k,
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1.1 88 %15 B CS7BL/6) EE/NR (I B LR
R W) L), 7E SPF 4 SE B % ( specific pathogen
Free ,SPF, T & 5 544 ) f , /NERUR SR 7E 21°C, 12h 5
12h BEIEERZCE R . ZNEURT DL il R ROK B3 2
8.12.18 24mo /NELAS 3 H HiBRARERI1 40 B RPE, Afk
AR BREE A 75 2/ B3 ARMD B35 (7% B3 T AIMG 75 247
ARER , 9 [7) 2 e AT B #5256 ) . DME/F12 1 7 % ( Sigma
v H),D9785) , A2 PRE 4B R (ARPE-19 4B R ) 4 A
ATCC ( 4% 5. CLR - 2302), Lipofectamine  RNAi MAX
(Invitrogen 2 F] ,13778075) , miR-146a Je o R
12 GenePharma 7y 7l & i, X HRZS LY R 0 L%, 5 -
pfUsfUFCAUFCICGAAfCGIUGIUICAfCsGIUSTST-3"; )2 X . 5°—
Chol —sAsfCGfUGAfCAfCGFUFUFCGGAGAASTST—3" (32" —deoxy —
2’ —fluro nucleotides, IH [& B ; p . % MR L A, B A Ik 4 4% )
mR - 146a 2K L ¥. W X #. 5 - p -
fUsGAGAAFCFUGAAfUfUECECAfUGGGsfUsfU - 3°; J2 X 4.5 —
CholsfCsfCfCAfUGGAAfUfUFCAGFUFUFCFUFCAsfUsfU-3", miR—
146b 2% L . W X B 5 - p -
fUsGAGAGICIUGAGIUfUICICATUGGGs{UsfU - 3°; it X 4% .5 —
CholsfCsfCfCAfUAGAGFUfUfCAGfUfUCfUFCAsfUsfU - 37,
mRNA & miRNA & RT-PCR 5|4 .:1L-6.5-CAC ACA
GAC AGC CAC TCA CC-3" }2 5°=TTT TCT GCC AGT GCC
TCT TT-3"; %f T miR-146a &% miR-146b {54 A T
Quanta Biosciences, MUEIRSEA+F TNF-a 4 I Sigma ()™
a4 . TO157) .

1.2 7k

1.2.1 /NRFAAE RPE HALAMGIE WM LU 4E
F2.8.12 .18 24mo HEPE/NEAS 3 H, i & bk L =4k
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X5,
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TNF-o &3 A ARPE-19 48 R 553516 DME/F-12 £
Feshrh ZEHPVRIN 100mL/L FBS, ARHE SCHRFEIAR i 77 vk %t
N\ ARPE-19 i1 T miRNA 28B4 26 4l 20 wmol
A9 miRNA 2L ol & X IRl 5 4pL B9 Lipofectamine
RNAi MAX Z35IHA 50pL optiMEM 2 H1, 7EF5 3 6 FL AR
Z I Lipofectamine 5 miRNA KRG Smin I3 E
25min, $YL72h ZJ5 K FALHE N 10ng/mL ) TNF -«
AP ARPE-19 400, AbFHE 24h J& , W BCZH AL, 43 il 42
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1.2.3 RNA B &t B gRT-PCR 3k { T 4 4 &
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PR AT s A Al  AEAE S TR T AR
SEN P I 7E il % RNA 2 B 7E - 80°C 1 jif & 15min,
mRNA F1 miRNA 7€ & RT-PCR ( qRT-PCR) % i ¢Script™
cDNASynthesis /% microRNA Quantification System % 5l] &5
AT, ERNIR G YA HE . 10ng B4, 1E 17 51 9 B ) 1)
F114% 0. 8uL, 10pL 2 xqPCR Mix, ROX 0. 4pL, X
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MZERFEH | 5 IE 540 b, ARMD X 38 ) miR -146a
TR (K 2) . EHTBALAY miR - 146a F kK2
ARMD X 3% 14. 5 £, 25 5% [FEF R, A T IE % X
B, B HRERY ARMD XIS 1L-6 kKPR &, M IE
HHBOLAY 20 £5 (1 2) . AR/ R CEE b g5 R0,
5 miR-146a A1t , miR—146b mRNA 7K 725 4k 40 % A B
W, BT LA BT miR—146b PEATHE— LG 4550 B
TESEE R L6 Ik B I =5 5500, 1 miR—-146 [ &1k B
AT,
2.3 7\ ARPE-19 iR ,miR-146 AT LM% IL-6 B
Rik  RH INF-a 438 A ARPE-19 4 ffl, 0] DL A 350375
FIL-6 F£IEKF EE, fER MR, X IR miRNA 2140
YIRGEIH] IL-6 Fik ,{A & miR-146a 1 357 LIAA &K
HAm ] 1L-6 FRIE (K 3) . HXTREAHLE, miR-146a A L
B TNF-a T 10 TL-6 kK 5 5% 2 0.3 5,
1E ARPE-19 #Hfif1 22 TNF-a 7] LI RGES IL-6 H9FIA .
{HJ2: , miR-146 {3 FEk ] LA AN IL-6 HIFRKKF-,
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A2 miR-146 J& 75 5 1R 5 % i FA7 C LA J JHEAE ARMD
pUN et %‘ﬂ"‘]#”xﬁld—‘(ﬁn IL-6) [ 2R 1578 BE AR
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146a/b 2 1] 2 o miR - 146a 16 3 % (% RPE W14 335
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TEN APRE-19 4fi il 5 v % S 40 25 SR 50 1iF T 78 RPE
miR-146a 5 1L-6 FRik BAHSCH: , Bl miR—-146a 7] LIRS
A TNF-a BRSS9 TL-6 B93EA (- 3) , 74 B
ZAFT K ARMD i 22 ofr faf b 55X miR-146 [ 3Rk
B P VERITISR S AR Y, 5 B AE AR 1 5250 T AT IR
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BZ L FRATI A 5 A BLAE /D BB B miR - 146a 7E
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TE N APRE-19 #iffi & v, RAE K F TNF-o 521 IL-6
(&R AT LIgE miR—146a Tl FRATAY 52 56 508 48 7w
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BZEREOR 1L-6 2 miR46a A nl GEfE A Thr ik
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