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Abstract

¢ AIM: To study the effect of miR-410 on the regulation of
angiotensin |l type 1 receptor (AT1R) in retinal pigment
epithelium ( RPE ) cells of age - related macular
degeneration (AMD) patients.

e METHODS: The experiment was divided into AMD
patients, cataract patients and normal people group.
AT1R was the target gene of miR-410 by bioinformatics,
and the normal RPE cells were cultured in the simulated
microenvironment of AMD and cataracts and the
expression of miR - 410 was detected. Then miR - 410
mimics was transfected into cells, and the expression of
mRNA and protein of AT1R were detected by Q-PCR and
Western blot respectively. The relationship between miR-
410 and ATIR was confirmed by the dual luciferase
reporter assay.

¢ RESULTS: The miR-410 expression of in RPE cells with
AMD was significantly reduced ( P = 0. 0006, 0. 0008 )
compared with cataract and normal controls. The miR-410
can regulate the function of AT1R by dual luciferase reporter
gene experiment and the inhibition rate was about 40%. In
addition, miR -410 inhibition rate was about 40% -50% to
AT1R mRNA and protein expression by cell experiment.

* CONCLUSION: AT1R was a target gene of miR-410 in
cell experiments, and it is demonstrated that increasing
the expression of miR-410 in RPE cells with AMD can
suppress the expression of AT1R.
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1.1 %% RPE 400 1 ATCC 2], TF 5 4 43 B
I s AMD 4140 if FH i S0 85 75 T 1 (1 1 8 40 i STk oy g,
L AMD 1A N RPE 20 MRS ; (1 PN B2 4 it FH i S AL S5 =
REE ek B N BRI RPE 40JfDIRZAS . DMEM/F12 K5
FEHLM H 35 GIBCO 23 ) (GIBCO12400-024 ) ;10 S 5]
& (PrimeScript RT reagent kit, RR047A) Fl qPCR i 5 £
(SYBR Premix Ex Taq kit, RR420L) i) | H 7% Takara 2\ 7 ;
Western } 1P 20 g 2L v W B i 28 = R4 W) 4 7
(P0013) ; SEI % ¢ = 1 PCR {¥ ( Rotor—Gene 6000, Corbett
Research) ; i ¥ 5% PCR {¥ ( PCR SYSTEM 9700, Applied
Biosystems ) SR % 255 ( GelDoe 2000, Bio—Rad) .
1.2 7k
1.2.1 £YEE S microRNAs 5 ATIRIIX R R H
IG4E A FH TargetScan ( http://www. targetscan. org/) .
miRanda ( http://www. microrna. org ) , miTarget ( http://
cbit. snu. ac. kr/ ~ miTarget/ ) ST B A4 % ATIR mRNA
37 iR gRAS X (37 UTR) T E45 & 1Y microRNA #4744
HRSENT, AR LLATIR AR ) microRNA, Z4E9)
= E AR BT BE BB TE microRNA , #£4T Q—PCR #6:1]
F 2 E R B 5 5L DM LAIERA |
1.2.2 RSEIE#M microRNA 3 ATIR AT 1ER (1) 1
% AMD 4H A1 1FE % 40 RPE 4}, ¥ microRNA mimics
(microRNA AU ) 43 il i Gy 3 9 2 4 il vh . miR -410
mimics ¥5 4% RPE 20 (925 B4 R M T L A= R
FRZS A 42 4 Y 4% e 3k 50 0 B B kAT B E, 1 x
riboFECT™ CP Buffer £ ¢ miR—410 mimics, BIR 5] G N
A riboFECT™ CP Reagent, R % & 0 ~ 15min, ¥
riboFECT™ CP IR AW I A B 40 i b5 55 3 vh R R IR 21 5
BT 37°CH CO, B e i ak s 3% . AMD 41 FIIE % 4 1Y
RPE 436 J5 K i A A AR T B4R 60mm (1) 41 Hg 355 5% 111
HREE 24h S5, TEAH R AL 5 40 B H 4 50 im A miR -410
%) mimics (B4 1 miR—410 [ mimics control ( #14)
B BAPEXTIR) A CO,3EFRAE TSR . (2) B PCR
I AT1R mRNA 23k /K3 BF 5T microRNA 7K F A4 25 1k X
ATIR FERESEKERURZIR . 400 RNA AYHREU Q-PCR £
I AT1R mRNA 357K - 19 52 55 20 98 - R H 28 L1 Trizol
BRI AL AN ) B RNA 300 5% S, #9- 31] eDNA 5 ik
17 PCR SR, IV A2 40 NG IR, 15 51 43 20 At B8 21 ()
FHXT CT{H, B 3 K, (3) Western Blot /] ATIR 2K
PR 26 0K . B 2 A 1 B A ZH 40 0 B 1, A AR v
UK EEREE B L 4RI ATIR i B—actin F—H0FIAH R 1
THUEE AR LR B S R S TR,
H Image J A G IE R 45 B BE A T4 04T
GEit24 0 BT A5 505 1 A SPSS 16. 0 3K F k4743
BT, B0 DA BB AR R 3R 7R o SRS REAR ¢« K 5, DA
P<0.05 WESRAGITFE XL,
2HER
2.1miR-410 7£ AMD 42 RPE AR IRIE I HEE=
ZH RPE ZHIAY RNA FIFH Q-PCR #H1T miR-410 ik E 9K
M, SEEEE R N AMD 41(0.47+0.097) 5 N4 (1. 12+
0.073) FIEH %F FEAH L, PLE #4069 CT {50 1, RPE 41 firh
F) miR-410 FRik i B2 FEN(P=0.0006,0.0008) .
2.2 WL EEBmREEEILWIESE ATIR & miR-410 Y
SMERE  WGOE KBRS LK S H AT miRNA 13 H
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410 M ESCEE S (B 1)
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B AL R B (5 | ] (retinal pigment epithelium, RPE)
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RIAGI Y HE 25 T UMY & B K TE AMD 1 &
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TR A WE B T MSE B IESE T ATIR 2
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