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Abstract

e AIM: To investigate the expression of Sirtuin type |
(SIRT1) gene in lens epithelial cells (LECs) of diabetic
cataract.

¢ METHODS : Twenty diabetic cataract patients, 20 age-
related cataract patients and 20 traumatic cataract
patients diagnosed from January 2012 to October 2014 in
our hospital were selected. RT-PCR method was used to
detect the content of SIRT1 gene in LECs of each group
patients. Western blot method was used for the
detection of SIRT1 protein content in lens epithelial cells,
apoptosis rate of LECs was detected by TUNEL.

e RESULTS:. RT - PCR reaults showed that the relative
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content of SIRT1T mRNA in patients of traumatic cataract
group was highest for 1.000£0. 078, followed by the age
related cataract group was 0. 427 + 0. 067, then diabetic
cataract group was 0. 389 + 0. 112, those two groups
compared with the traumatic cataract group, the
difference was statistically significant ( P<0.05) ; Western
blot showed that SIRT1 protein expression in LECs of
traumatic cataract patients was the highest, followed by
the age related cataract group, diabetic cataract group
the expression of SIRT1 protein was the minimum. The
results of TUNEL showed that apoptosis rate of traumatic
cataract group and age group LECs rates were (4.5%
2.3)% and (8.7+4.1)%, respectively, the difference was
not statistically significant; while the diabetic cataract
group of LEC apoptosis rate was (24. 3+6.1)%, by
comparing traumatic cataract group and age related
cataract group, the difference was statistical significance
(P<0.05).

¢ CONCLUSION: Expression of SIRT1 gene and protein
decreased in LECs of diabetic cataract patients,
suggesting that this gene was involved in diabetic
cataract, this provides reliable theoretical basis for our
further research in the future. Regulation of SIRT1 gene
expression in LECs will explore the effective ways and
provide a new idea for the diabetic cataract intervention
treatment.

¢ KEYWORDS : Sirtuin type | gene; diabetic cataract; age-
related cataract; traumatic cataract

Citation: Jin SL, Guo HK, Chen ZH. Preliminary study on
expression of SIRT1 gene in lens epithelial cells of diabetic cataract

patients. Guoji Yanke Zazhi(Int Eye Sci) 2015;15(6) :968-971

mE
BB R SIRT1 5 7R DR 1 11 P Bt AR A L B 20
MR IA

7% E 2012-01/2014-10 e TR B8 IT A0 PRI 1 11
PR S AT A O 1 1 P B A 3 R A3 P 1 O R
% 20 1], >R F RT—PCR 746 10 45 41 8 35 St tR A 1 Hz 440 g
i SIRTI JE[H &, Western blot B2 46 I SR AK T Fe 40 ity
oh SIRT1 & A 7% &, TUNEL 356 00 5 R 44 B Bz 240 B i o
-3,

LR RT-PCR &I 45 5 8w, 4h 05 1 N B 5 4



Int Eye Sci, Vol.15, No.6, Jun. 2015 http . //ies. ijo. cn
Tel :029-82245172 82210956 Email . 1JO. 2000 @163. com

SIRTI mRNA X} f i oA 1.000+0. 078, HRK h4F %
FHOGHE 1 P9 B B 5 4 0. 427 £0. 067, B8 PRI M 11 74 s
2070 0.389+0. 112, 54MutE A N HLis, 2 A G it
2475 X (P<0.05) ; Western blot Al it 7~ , M5 14 N i
B RAR R g SIRT1 & s R i, ik
SEARRAAH G 1 P 4, B R 1 1 N R 4 SIRT1 2R
B & 3 f B 1K ; TUNEL 646 00 25 5 7w | M55 1 E 9 s
ZHFNAR IS AR CME T N B 2 FR 3 LECs AR IR T3 53 51
(4.5£2.3)% F1(8.7+4.1)% , 2R TG T2 78 X ik
PRIGHE A R LECs P T3 8 (24.3+6. 1) % , 5 5M5
PE B B AR AR DG T B L B 22 A i
Y (P<0.05)

S50 BRI (1 N BB AR AR b Bz 40 i b SIRTT LA
EASESININ I YN S SN e Y cA = ) )
K X NFATA G i — 4 A e 4R 8 T R AR ARG BESAK
Pt BEFAT SIRT1 PR SRR b R 0 i b Rk 1A
BGERAR K SR W PR P 1 P9 B 1 3 TR T B AR Y
KBAR]  SIRTI 5 A 5 4F I A Gk P9 s 5 0 IR o 1k 4 9
B 5 AN N

DOI:10.3980/]. issn. 1672-5123.2015. 6. 07

SR - 4 i, UL, DR ER. SIRTI i PR 7 4 s 11 14 it
B IR R A R B 90 0 . [ PR IR BEZS R 2015515
(6) :968-971

035lF

BEAE NATTA TR K B s B PR R H 2 1S 22,
I PN R W DR 1) LT e 22— , A DR R85 HR
WA EE MR RNz — A NS R,
TR R % P N & (diabetic cataract, DC) (19 & i ML i1
FEA BB AR SRR (AR s i
T SRR A 1 B2 4l (lens epithelial cells, LECs) i Tl
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BT R R RN EZE TR, BA EKAFEAE Y 5
FIAE LR 22 R A I FH DG M G R R AR FH T AR 41
BRI 1 PR B R AR AR b e A b STRTT K]
MY FRIREOL, IFHEAT TR
1 MR %
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ARC) 41 LA MMM N BE4H (traumatic cataract, TC) 4,
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SRS S, ARHETES R MEAE 8. 3mmol/L AR | L7/
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P17, TR ( HZR Olympus BX50) F WLEEH - 40 g
Pt I Gt iR R A T E

Geit2f oA AR S EHE SR SPSS 19. 0 Giit 22 ik
PTG A5 M, B X A T SR AR d R AT A A IR
BT A R IER AR FRER A x£s Ko A
BRI R ANOVA K56 5 71 5090k 2 18] e 3R
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