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Abstract

e Corneal neovascularization (CNV) is one of the most
important causes that affecting corneal transparency, and
it is a high risk factor of allogeneic corneal graft rejection.
It has become a research focus for the regulation of CNV.
microRNAs are a class of endogenous non - protein -
coding micromolecule RNAs which play a critical role in
regulating a series of life process. Researches in recent
years show a close correlation between microRNA and
CNV. In this article we reviewed the recent advances in
these researches.
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Fe A3 5E A A KL IS 1A I TE R RE 1B — e B3
HIVE . miR-184 TEMIKE 47 I B A BRBT A6 M 48 # B vp )
F3K (0. 145+0.013) FBIEH MAPBE(1.015+0. 189) it & T F#
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